A Gram-positive, non-motile, rod-shaped bacterial strain, T , was isolated from soil from Dokdo, Korea, and its taxonomic position was investigated by means of a polyphasic study. Strain DS-30 T grew optimally at pH 6.0-7.0 and 25 6C in the presence of 0-0. 
T exhibited DNA-DNA relatedness levels of 19 and 22 % with respect to the type strains of N. aquiterrae and N. pyridinolyticus, respectively, and could be differentiated from these species with reference to a number of phenotypic characteristics. On the basis of the data obtained, strain DS-30 T represents a novel species of the genus Nocardioides, for which the name Nocardioides hankookensis sp. nov. is proposed. The type strain is T (5KCTC 19246 T 5CCUG
T
).
The genus Nocardioides was created by Prauser (1976) with a single species, Nocardioides albus. Recently, the number of Nocardioides species has increased considerably through the continual description of novel species. Many of the novel Nocardioides species described recently have been isolated from various regions of Korea (Yoon et al., 2005a (Yoon et al., , b, c, 2006a (Yoon et al., , b, 2007 Lee, 2007; Choi et al., 2007) . In this study, we describe a Nocardioides-like bacterial strain, DS-30 T , isolated from soil from Dokdo (37 u 149 120 N 131 u 529 070 E), an island of Korea.
Strain DS-30
T was isolated by means of the standard dilution plating technique at 25 u C with 10-fold-diluted nutrient agar (Difco). Nocardioides pyridinolyticus OS4 T and Nocardioides aquiterrae GW-9
T (Yoon et al., 1997 (Yoon et al., , 2004 were used as reference strains for DNA-DNA hybridization. The morphological, physiological and biochemical characteristics of strain T were investigated using routine cultivation on R2A agar (Difco) or trypticase soy agar (Difco) at 25 u C. Morphological, physiological, cultural and biochemical properties were examined as described by Yoon et al. (2005a) . Growth at various NaCl concentrations (0, 0.5, 1.0, 2.0, 3.0, 4.0 and 5.0 %, w/v) was investigated in trypticase soy broth prepared according to the formula of the Difco medium except that NaCl was excluded. The pH range for growth was determined in trypticase soy broth (Difco) adjusted to various pH values (pH 4.5-10.5, in increments of 0.5 pH units) by the addition of HCl and Na 2 CO 3 . Susceptibility to antibiotics was tested by placing antibiotic-impregnated discs on R2A agar plates seeded with suspensions of the test strain. Substrate utilization, enzyme activities and other physiological and biochemical properties were tested by using the API 20E, API 20NE, API 50 CH and API ZYM systems (bioMérieux); the utilization of various substrates was determined by inoculating an API 50 CH strip with cells suspended in AUX medium (bioMérieux). Morphological, cultural, physiological and biochemical characteristics of strain T are given in the species description or in Table 1 . Cell biomass for DNA extraction and for the analysis of cell walls and isoprenoid quinones was obtained from cultivation for 3 days at 25 u C in trypticase soy broth. For fatty acid methyl ester analysis, cell mass of strain DS-30 T was harvested from R2A agar plates after incubation for 7 days at 25 u C. Molecular systematic and chemotaxonomic studies were performed as described by Yoon et al. (2005a) . The isomer type of the diamino acid in the cellwall peptidoglycan was analysed using TLC according to the method described by Komagata & Suzuki (1987) . DNA-DNA hybridization was performed fluorometrically using the method of Ezaki et al. (1989) with photobiotinlabelled DNA probes and microdilution wells. Hybridization was performed with five replications for each sample. The highest and lowest values obtained for each sample were excluded and the means of the remaining three values are quoted as DNA-DNA relatedness values.
The almost-complete 16S rRNA gene sequence of strain T determined in this study comprised 1447 nt (approx. 96 % of the Escherichia coli 16S rRNA sequence). Comparative 16S rRNA gene sequence analysis showed that strain T is most closely related phylogenetically to members of the genus Nocardioides (Fig. 1) . In the neighbour-joining phylogenetic tree based on 16S rRNA gene sequences, strain T joined the cluster comprising N. aquiterrae and N. pyridinolyticus at a bootstrap resampling value of 100 %. Strain DS-30 T exhibited 16S rRNA gene sequence similarity values of 98.1 and 98.3 % with respect to the type strains of N. aquiterrae and N. pyridinolyticus, respectively, and showed values of 94.2-96.8 % with respect to the type strains of the other Nocardioides species. The sequence similarity values with respect to other species used in the phylogenetic analysis were below 94.0 %.
Chemotaxonomic properties confirm the phylogenetic results, namely that strain DS-30
T is affiliated to the genus Nocardioides (Tamura & Yokota, 1994; Yoon et al., 1997; Lawson et al., 2000; Urzì et al., 2000; Wang et al., 2001) . Strain DS-30 T contained LL-2,6-diaminopimelic acid as the diagnostic diamino acid in the cell-wall peptidoglycan.
MK-8(H 4 ) was the predominant isoprenoid quinone. The fatty acid profile was composed of the following (each constituting .0.5 % of total fatty acids): branched fatty acids iso-C 16 : 0 (42.7 %), anteiso-C 17 : 0 (3.5 %), iso-C 17 : 0 (2.8 %), iso-C 15 : 0 (2.3 %), iso-C 18 : 0 (1.9 %) and iso-C 14 : 0 (1.4 %); unsaturated fatty acids C 17 : 1 v8c (14.8 %), C 18 : 1 v9c (13.1 %) and C 18 : 1 v7c (0.6 %); straight-chain fatty acids C 17 : 0 (2.4 %), C 16 : 0 (1.4 %), C 15 : 0 (0.8 %) and C 18 : 0 (0.6 %); 10-methyl fatty acids C 17 : 0 (5.5 %), C 18 : 0 (2.3 %) and C 16 : 0 (0.5 %); and summed features 6 (C 19 : 1 v9c and/or C 19 : 1 v11c; 1.9 %) and 3 (C 16 : 1 v7c and/or iso-C 15 : 0 2-OH; 0.7 %). This fatty acid profile was similar to those of Nocardioides species, although there were differences in the proportions of some fatty acids, probably because of differences in cultivation and extraction conditions (Yoon et al., 1999 (Yoon et al., , 2005a (Yoon et al., , 2006a (Yoon et al., , 2007 Kubota et al., 2005; Choi et al., 2007) . The DNA G+C content of strain DS-30 T was 71.3 mol%.
Strain DS-30 T exhibited DNA-DNA relatedness levels of 19 and 22 % with respect to N. aquiterrae GW-9 T and N. pyridinolyticus OS4 T , respectively, the type strains of the two most closely phylogenetically related Nocardioides species. Strain DS-30 T was distinguishable from N. aquiterrae and N. pyridinolyticus through differences in several phenotypic characteristics (Table 1) . On the basis of the phylogenetic distinctiveness of strain DS-30 T , the DNA-DNA relatedness data and the differential phenotypic properties, this strain represents a novel species of the genus Nocardioides (Wayne et al., 1987; Stackebrandt & Goebel, 1994) , for which the name Nocardioides hankookensis sp. nov. is proposed. Nocardioides hankookensis sp. nov. Yoon et al. (1997 Yoon et al. ( , 2004 , Yi & Chun (2004) 
